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SEQUENCE LISTING 

(1) General Information: 

(i) APPLICANT: THE SCRIPPS RESEARCH INSTITUTE 



(iii) NUMBER OF SEQUENCES : 




(iv) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM : PC -DOS /MS -DOS 

(?) SOFTWARE: Patentln ^^1^^^^ 

JU^ENT APPLicATION-^TAT.^'— 7^ f 
/'(A') APPLICATION NUMBER :\ PCT/US96/ l j p > 
l-4a4- FILING DATE: 13 -APG-3> ~ 
(C) CLASSIFICATION: 



locrnr; 

(0» STATE- 



vi) PRIQJR APP LlCATI QNJAT&i- 



vr APPLlCA r riuri_j^j^i — — 

v AT^PPlJcATION NUMBER: US 08/514,799 
(B) FILING DATE: 14 -AUG- 1995 



(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 



(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /label= BOC 

(ix) FEATURE: 

(A) NAME /KEY : Peptide 



f 



PA1E m rvT SET: S36640.ra» 

( i v) FEATURE : . 
UX) ( A ) NAME / KEY : Peptide 

(B) LOCATION: 5 /i a bel= OMe 

(D) OTHER INFORMATION: /label 

(xi) SEQUENCE DESCRIPTION: SEQ IDNO:l: 
Arg Gly Asp Phe Val 

) INFORMATION FOR SEQ ID NO 

m SEQUENCE CHARACTERISTICS: 
U) (A) LENGTH : 5 amino adds 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii ) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE: internal 

UX) F TnAME/KEY: Peptide 

S STHErSFoUTION: /label- HOC 

UX) ^NAME/KEY: Peptide 

I?, ^FORMATION: /label= signifies he 

^/allni- inVsition * i- • — 

(1X) ^NAME/KEY: Peptide 

£! OTHER 1 INFORMATION : /l-l- OH 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO 

Arg Gly Asp Phe Val 
1 5 
(2) INFORMATION FOR SEQ ID NO 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 

(V ) FRAGMENT TYPE: internal 



(ix) FEATURE: 

(A) NAME / KEY : Peptide 

(B) LOCATION: 1 

(D) OTHER INFORMATION: /label- H 

(ix) FEATURE: 

(A) NAME / KEY : Peptide 

(B) LOCATION: 4 n-Phe 

(D) OTHER INFORMATION: /label- D_Phe ie8 fchat the 

/note= "A prefix D in D . a mino acid." 

phenyalanine in position 4 is a 

(ix) FEATURE: 

* (A) NAME / KEY : Peptide 

S OTHER 1 INFORMATION : /l.b.1- OH 



(xi , SEQUENCE DESCRIPTION: SEQ ID NO 

Arg Gly Asp Phe Val 
l 5 
( 2 ) INFORMATION FOR SEQ ID NO: 4: 

(i ) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: circular 

(ii ) MOLECULE TYPE: peptide 
(v) FRAGMENT TYPE: internal 



(ix) FEATURE: 

(A) NAME / KEY : Peptide 

S ^ShWoUio,.-. A^= cycle 

(ix) FEATURE: 

(A) NAME / KEY : Peptide 

(B) LOCATION: 4 
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(D) OTHER INFORMATION: /label- D-Phe f 

/note= "A prefix D in D _ a mino acid." 

phenyalanine in position 4 is 



(xi , SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

Arg Gly Asp Phe Val 
1 5 
(2 ) INFORMATION FOR SEQ ID NO 

(i ) SEQUENCE CHARACTERISTICS : 
1 (A) LENGTH : 5 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: circular 

(ii ) MOLECULE TYPE : peptide 
( V ) FRAGMENT TYPE: internal 

(ix) FEATURE: 

1 (A) NAME /KEY : Peptide 

S L o 0 T he T r IO in F ormation: ,i*ei- cycle 

Hx) FEATURE: 

(A) NAME/KEY: Peptide 

(D) OTHfR'^TION: /label= P-PJ. „ he 

^enyallnire^inVsition 4 is a D-amino add. 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO 

Arg Ala Asp Phe Val 
1 5 
(2 ) INFORMATION FOR SEQ ID NO 

(i) SEQUENCE CHARACTERISTICS: 
1 (A) LENGTH : 6 amino acids 

(B) TYPE: amino acid 
( D ) TOPOLOGY: circular 

(ii ) MOLECULE TYPE: peptide 
{V ) FRAGMENT TYPE: internal 



(ix) FEATURE: 
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INPUT SET: S36640.raw 

(A) NAME / KEY : Peptide 

S S^S^™.. /label, cycle 

(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 2 

arginine m position z is 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

Gly Arg Gly Asp Phe Val 
1 5 

(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 ammo acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: circular 

(ii) MOLECULE TYPE: peptide 

(v) FRAGMENT TYPE : internal 

(ix) FEATURE: 

(A) NAME /KEY : Peptide 

£! SSwoUzo,, /l-l- cycle 

(ix) FEATURE: 

(A) NAME /KEY : Peptide 

(B) LOCATION: 5 

{D) othk* , I— -»: x ^ e in"S signifies that the 
Sine in position 5 is a D-amino acid. 

( Xi ) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

Arq Gly Asp Phe Val 

i 5 

(2) INFORMATION FOR SEQ ID NO: 8: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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Line Error 



19 wrong application Serial Number 



Original Text 

(A) APPLICATION NUMBER: PCT/US96/ 
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